In the title compound, C 16 H 12 N 2 O 3 , the 2H-chromene moiety is essentially planar, with an r.m.s. deviation of the nine constituent atoms from the mean plane of 0.0093 Å , and makes a dihedral angle of 76.84 (3) with the pendant phenyl ring. An intramolecular N-HÁ Á ÁO hydrogen bond helps to determine the conformation of the side chain. In the crystal, N-HÁ Á ÁO and N-HÁ Á ÁN hydrogen bonds link the molecules, forming [100] chains.
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S1. Comment
Coumarins are known to be biologically versatile compounds possessing several biological properties. Numerous research reports have indicated the coumarin nucleus as a potential candidate for development of anti-inflammatory (Shivashankar et al., 2008a,b; Bansal et al., 2013) , antibacterial (Shivashankar et al., 2008b) , antifungal (Shivashankar et al., 2009) , anti-cancer (Jacquot et al., 2007) and anti-HIV (Bhavsar et al., 2011) agents. In light of such facts, we report in this study the synthesis and crystal structure of the title compound.
The 2H-chromene moiety is essentially planar with an r.m.s. deviation of the nine constituent atoms from the mean plane of 0.0093 Å. The dihedral angle between this plane and that of the pendant phenyl ring is 76.84 (3)°. The conformation of the hydrazide side-chain is partially determined by an intramolecular N1-H1N···O2 hydrogen bond ( Fig. 1 and Table 1 ). The packing is assisted by intermolecular N2-H2N···O2 i (i: x − 1, y, z) and N1-H1N···N2 ii (ii: −x + 1, −y + 1, −z) hydrogen bonds ( Fig. 2 and Table 1 ).
S2. Experimental
The title compound was obtained as an unexpected product from the reaction of 1-phenylpyrazolidine-3,5-dione (176 mg, 1 mmol), 2-hydroxybenzaldehyde (122 mg, 1 mmol) and o-toluidine (107 mg, 1 mmol). The reaction mixture was refluxed in 20 ml e thanol and monitored by TLC till completion. On cooling, the solid product was deposited, filtered off under vacuum and recrystallized from ethanol to afford colourless crystals in a sufficient quality for X-ray diffraction.
Mp 471-473 K.
S3. Refinement
H-atoms attached to carbon were placed in calculated positions (C-H = 0.95 Å) and included as riding contributions with isotropic displacement parameters 1.2 − 1.5 times those of the attached atoms.
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Figure 1
The title molecule with labeling scheme and 50% probability ellipsoids. The intramolecular N-H···O hydrogen bond is shown by a dotted line.
Figure 2
Packing viewed towards (110) with intermolecular N-H···O and N-H···N hydrogen bonds shown, respectively, as blue and purple dotted lines.
2-Oxo-N′-phenyl-2H-chromene-3-carbohydrazide
Crystal data ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. H-atoms attached to carbon were placed in calculated positions (C-H = 0.95 Å) and included as riding contributions with isotropic displacement parameters 1.2 − 1.5 times those of the attached atoms. (4) Symmetry codes: (i) −x+1, −y+1, −z; (ii) x−1, y, z.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (
